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SUPPLEMENTAL MATERIAL 
Table S1:  Primers used to probe the BAC library 

Marker Source 
sequence 

F 
Primer F Seq 5'-3' R 

Primer
R Seq 5'-3' 

ADH1C Genbank # 
AF134056 

ADH-F GGTGATAAAGTCATCCCACTCT
T 

ADH-R TCGATCTTGGCCACTGAGAT 

ALB  Genbank 
#AY008769 

ALB-F ACCTGAGAGAAATGAATGCTTC
C 

ALB-R CAAAAGCTTCCAAGTCTTAAT
GTTG 

CCNI  Chowdhary 
et al. 2003 

CCNI-F GGTGCTCACCAAAGAAACATGT
AAC 

CCNI-R CATCAGTACATGGTTCTGACC
TGC 

Clock  Murphy et al. 
2007 

ClockF1 TTTGATGGGTTGGTGGAAGAAG
ATGA 

ClockR1 TGGGTCTATTGTTCCTCGCAG
CAT 

GABRB1 UCSC 
Consensus 

GABRB1-
3F 

GGCTTCTCTCTTTCCCTGTGAT
GATTACCA 

GABRB1-
3F 

CCGGCCGCAAGCGAATGTCA
TAT 

Intergenic 
Seq. "558" 

UCSC 
Consensus 

558-1F CACTTGGGTTTGTGTTTGGA 558-1R TCTCCCTCTGTTACCATTAGA
ACC 

KDR UCSC 
Consensus 

KDR-3F CTCCATTTATTGCTTCTGTTAGT
GACCA 

KDR-3R AACTTTCATCATTAATTTTTGC
TTCACAGA 

KDR5'Ue1 UCSC 
Consensus 

KDR5u-1F AGCTCAGTGTGGTCCCAGAG KDRe1-1R GAAGGCTCAAACCAGACGAG 

KIT e21 Genbank 
#AY874543 

KITe21-
24F 

CAGCCCCCGCCAGGAGAACT KITstp-R TCAGACATCTTCGTGGACAAG
CAGAGG 

HSD17B11 Chowdhary 
et al. 2003 

LOC51170
-F 

GCTCTGGCAGTCCTCGTTTCT LOC51170
-R 

GCATTGAAATGTGAGGTATGT
CTCAA 

ENOPH1 Genbank 
#CX603024 

MASA-F TGAAAATGGTGCATTGATGC MASA-R GGGCTCTTCTAGGTCTTATGG
AGT 

PDGFRA UCSC 
Consensus 

conPDGF
RA-1188F 

ARAGGCAAAGGCATCACMATG conPDGF
RA-1484R

CAGTGAGATTTTCAATCAGAG
TCAGRTTG 

PDLIM5 UCSC 
Consensus 

PDLIM5-
1F 

GCCCACCAAGAAAACACATT PDLIM5-
1R 

AGTGATCTGGGCGAGGATTC 

TEC UCSC 
Consensus 

TEC-3F GCCCAGTACAAAGTCGCAATCA
AAGCTAT 

TEC-3R TCGGAGGAAATTCAGAAGGC
AGCC 

WDFY3  Genbank 
#CX599384 

WDFY3-F GCTGCCTGTAGCAGCCCATCC
ATCT 

WDFY3-R GCCTTTTACATAACCACCAAA
GAACAGATATTAG 

 

 

 
Table S2: Primers used to screen for the distal ECA3 inversion breakpoint (following page)
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Trace File  
Accession # 

Human Address 
 (Chr 4: in Mb) Forward Primer 5’-3’ Reverse Primer 5’-3’ 

1232739837 55298324 ACACCCAGAAGTGTGGAAGTACAAGTT GACAGCAATCTGCCATTTTCTGG 
1233583097 55301950 GAGTTAGGTACGCAGAACATCATCAGTTTAG CCGTTGACTGCTTCTAACTCAAGATTTCACACACAT 
1227284382 55307453 TGGGATGGGTGAACTGACTTTCT CAAGGAGAGGCAGTTTGACATAGTG 
1229378908 55310338 GGCACACGGCTCTCTTCTGTTC CCTGTTTGGGCTGATTCGTAAGC 
1215407695 55312485 GAAAGAGGTTTCTCTCATGGGTCTTAAGAAT CCCTACACAGAAAGATTGAGGAATGAATGTATAT 
1221913491 55314718 AAGCCGAGGTGAGGATCAGAAGTCC GAGGGACGTAGTGGAGGAAACTCTTCTT 
1213692022 55317198 TGACACCCCGAGGGGGACAAAGCCTAGATCCTCAGAA AATGAAGGCCCTTCTCAGGAGGTGC 
1245499501 55326457 CTCAGAGGCTATGTTATCTATTATCAGTGCATTG GGCTGTAAAGGAGGAAACTATTTCTTAAACACAA 
1286771643 55330770 CAATCATCGCACTGTGGTGCATTCA GCAACTCTAAGAATAGGTTTGGAAAGGTAGAATG 
1220588128 55334058 AGCTCCTATTACGCCAGTCAGAGTAGCA TGGTGAGAGAGCAGCAGCAATTTTC 
1265778766 55337823 TGACTTTCCATATCAAGATGATCACTCTAAATGC CTTTGCCAATTCTTGAACGTGCCAA 
1259352900 55342322 CAACTCCAATAAAACAGCGATAAGATGCC TGAGCGATCAGGAGCTAAGAAACGTG 
1265675448 55344513 GAGTCAGGACAACCTTTCATTTGAGACC TTAGCCCCACTTCTGGTCGGATTCG 
1260101348 55348752 AGTGGGTCCTCTCCTTGATGCACAT GTTGGGCTAGGTCAAGGGGTGAAGC 
1402517247 55350727 GGCGAAGAGCGCTTGAAGTTTC CCCGTGCTCACTTATTAATGGCC 
1258056220 55354791 GTATTGAGTATGCCCAGAGGATAAGACTG ATCCATTTGGTTCCTGGTTCTCAAC 
1440331501 55361984 CACCTGTCCATTCATATAGGGAGTTGTT TTGTCACAGAGTTGTCAGGAGCAGTC 
1338406281 55376228 CTGTGAATGCCACACATCCTGACAAATCATCGACTA AGGCAATGCGCAGAGAGATAAGG 
1437760423 55379616 CATTAAAGACACACATGGCCCTTGA CTTGAACCACCAACTGCTCTATTGC 
1328759699 55394442 CTTGTCTTCTGTCATTTATTGCCACTGTTGAGAAGTTAGC ACAAGGAGATGAGAGAGGCAAGACAG 
1232078874 55398610 GGTCTCACCATTGTCCTCCTCTGTG CTTTAAGGGATAAATGCTCTCACCCC 
1250295308 55400840 CTGCCTCCATCAGAGCCTGCA TCTGAGGATCAGCGGAGGTAGCTAT 
1378686387 55402968 TGAGAGCTGTCAGTTGAGAGGCAGT TGGAGGTGACACAGTGCACTTCACT 
1204331729 55404879 CTTACTCCCAGCATTATGGCAATTCTT AGGTGGCAACTGATTGAGGCAA 
1215402720 55407922 ATCTAAGAGTATGGCTTCGCCAGGG GGCACACTGACGCAGAATGCAT 
1245284930 55410264 ACTCTGGATAGAGTGACATTGAAAGATTCC CAGTGTGCAGTGGAAGCTAGATCAAG 
1345003582 55414317 GAGATGGACTTAATGTGCTTGCTGC TGCGATGACTGAATGCCTGTCA 
1298860477 55417326 CCTCTAATTCACACACTTCCACACAGATT TAATATTTCTGAAGGCCACAGCTGGACAGACACTGA 
1266738666 55421178 CGCAGGCTCAATGGTGGGA GCAGCCCATCAATGCAGCAGTA 
1216965093 55425336 TGGAGAACCTTGGAGATCTTGGAAA CAGAACTAGTCAAATGGGCCTATTCAAC 
1239413960 55431143 ATGCATCCAGGTCATCCACAGATT AATGAGATCTACGTTTATTCGGTGGTTCCTCTGAGG 
1268260604 55432756 AGTCATAGATACACTCTTGCCTTAGGAGACC TGCGAGTTGGGATGCAATCTTG 
1227728487 55434640 TTCATTCTACTCTTGATGGGCATTTGAGTTGACACATTGG ATGGCATGCAGGTGAGTTTGCT 
1330289053 55436289 TCAGAACTGACCCAACGGCACT GATCCCCCAGCTGGAAATGATCT 
1230077024 55440461 ATTTCCATCACACAAACCCAATGGACGTAAGTAACC CATGCTCTCAAGGATGCAGAGATCTC 
1266571731 55446042 CCTATGCCTGACACAGGGGAAGA AAGAGAGTGGGCCTGGTCAGCT 
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Fig. S1.  Sequence surrounding the proximal breakpoint of the ECA3 inversion (Primers and 

breakpoint (BP) highlighted) 
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Fig. S1.  Con’t 
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Fig. S2.  Sequence surrounding the distal breakpoint of the ECA3 inversion (Primers and 

breakpoint (bp) highlighted) 
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Fig. S2.  Con’t 
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Fig. S3.  Schematic diagram of the primer strategy used to detect the ECA3 inversion. 

 


